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1. Real-Time PCR 

 

1.1  qPCRBIO SyGreen Mix 

 

Biswas, A.A., Lee, S.S, Mamuad, L.L., Kim, S.H., Choi, Y.J., Bae, G.S., Lee, K., Sung, H.G. and Lee, S.S., 

2016. Use of Lysozyme as a feed additive on In vitro rumen fermentation and methane 

emission. Asian-Australasian journal of animal sciences, 29(11), p.1601. 

 

Bradshaw, T.Y., Romano, L.E., Duncan, E.J., Nethisinghe, S., Abeti, R., Michael, G.J., Giunti, P., 

Vermeer, S. and Chapple, J.P., 2016. A reduction in Drp1-mediated fission compromises 

mitochondrial health in autosomal recessive spastic ataxia of Charlevoix Saguenay. Human molecular 

genetics, 25(15), pp.3232-3244. 

 

Chen, X., Cheng, Z., Werling, D., Pollott, G.E., Salavati, M., Johnson, K.F., Khan, F.A., Wathes, D.C. and 

Zhang, S., 2016. Bovine P-selectin mediates leukocyte adhesion and is highly polymorphic in dairy 

breeds. Research in veterinary science, 108, pp.85-92. 

 

Gatt, A.P., Duncan, O.F., Attems, J., Francis, P.T., Ballard, C.G. and Bateman, J.M., 2016. Dementia in 

Parkinson's disease is associated with enhanced mitochondrial complex I deficiency. Movement 

Disorders, 31(3), pp.352-359. 

 

Jensen, B.D., Knorr, K. and Nicolaisen, M., 2016. In vitro competition between Fusarium 

graminearum and Epicoccum nigrum on media and wheat grains. European Journal of Plant 

Pathology, 146(3), pp.657-670. 

 

Ong, T.H., Chitra, E., Ramamurthy, S., Siddalingam, R.P., Yuen, K.H., Ambu, S.P. and Davamani, F., 

2017. Chitosan-propolis nanoparticle formulation demonstrates anti-bacterial activity against 

Enterococcus faecalis biofilms. PloS one, 12(3), p.e0174888. 

 

Oskolkova, O.V., Godschachner, V. and Bochkov, V.N., 2017. Off-Target Anti-Inflammatory Activity of 

the P2X7 Receptor Antagonist AZ11645373. Inflammation, 40(2), pp.530-536. 
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Park, K.W., Lee, K.M., Yoon, D.S., Park, K.H., Choi, W.J., Lee, J.W. and Kim, S.H., 2016. Inhibition of 

microRNA-449a prevents IL-1β-induced cartilage destruction via SIRT1. Osteoarthritis and 

cartilage, 24(12), pp.2153-2161. 

 

Piddock, R.E., Loughran, N., Marlein, C.R., Robinson, S.D., Edwards, D.R., Yu, S., Pillinger, G.E., Zhou, 

Z., Zaitseva, L., Auger, M.J., Rushworth, S.A. and Bowles, K.M., 2017. PI3Kδ and PI3Kγ isoforms have 

distinct functions in regulating pro-tumoural signalling in the multiple myeloma 

microenvironment. Blood cancer journal, 7(3), pp.e539-e539. 

 

Randall, R.S., Sornay, E., Dewitte, W. and Murray, J.A., 2015. AINTEGUMENTA and the D-type cyclin 

CYCD3; 1 independently contribute to petal size control in Arabidopsis: evidence for organ size 

compensation being an emergent rather than a determined property. Journal of experimental 

botany, 66(13), pp.3991-4000. 

 

Si, H.B., Zeng, Y., Liu, S.Y., Zhou, Z.K., Chen, Y.N., Cheng, J.Q., Lu, Y.R. and Shen, B., 2017. Intra-

articular injection of microRNA-140 (miRNA-140) alleviates osteoarthritis (OA) progression by 

modulating extracellular matrix (ECM) homeostasis in rats. Osteoarthritis and Cartilage. 

 

Sulston, R.J., Learman, B.S., Zhang, B., Scheller, E.L., Parlee, S.D., Simon, B.R., Mori, H., Bree, A.J., 

Wallace, R.J., Krishnan, V., MacDougald, O.A. and Cawthorn, W.P., 2016. Increased circulating 

adiponectin in response to thiazolidinediones: investigating the role of bone marrow adipose 

tissue. Frontiers in endocrinology, 7(28). 

 

Zheng, X., Zhao, F.C., Pang, Y., Li, D.Y., Yao, S.C., Sun, S.S. and Guo, K.J., 2017. Downregulation of 

miR-221-3p contributes to IL-1β-induced cartilage degradation by directly targeting the SDF1/CXCR4 

signaling pathway. Journal of Molecular Medicine, 95(6), pp.615-627. 

 

1.2  qPCRBIO SyGreen Mix Lo-ROX 

 

Alharbi, B.M.S., 2017. The role of polyamine catabolism in Arabidopsis thaliana development and 

senescence (Doctoral dissertation, Cardiff University). Supervisor: Dr. Hilary Rogers; Dr. Barend de 

Graaf. 
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Cagin, U., Duncan, O.F., Gatt, A.P., Dionne, M.S., Sweeney, S.T. and Bateman, J.M., 2015. 

Mitochondrial retrograde signaling regulates neuronal function. Proceedings of the National 

Academy of Sciences, 112(44), pp.E6000-E6009. 

 

Christiansen, C.T., Haugwitz, M.S., Priemé, A., Nielsen, C.S., Elberling, B., Michelsen, A., Grogan, P. 

and Blok, D., 2017. Enhanced summer warming reduces fungal decomposer diversity and litter mass 

loss more strongly in dry than in wet tundra. Global change biology, 23(1), pp.406-420. 

 

Czubala, M.A., 2015. Transforming growth factor-beta (TGF-β) induces HIV-1 restriction in 

Langerhans cells (Doctoral dissertation, Cardiff University). 

PhD supervisors: Prof. Vincent Piguet and Dr Fabien Blanchet 

 

Czubala M.A., Finsterbusch K., Ivory M.O., Mitchell J.P, Ahmed Z., Shimauchi T., Karoo R.O.S., 

Coulman S.A., Gateley C., Birchall J.C., Blanchet F.P., Piguet V., 2016. TGFβ Induces a SAMHD1- 

independent Post-Entry Restriction to HIV-1 Infection of Human Epithelial Langerhans Cells, The 

Journal of Investigative Dermatology. doi: 10.1016/j.jid.2016.05.123. 

 

Fodor, T., Szántó, M., Abdul-Rahman, O., Nagy, L., Dér, Á., Kiss, B. and Bai, P., 2016. Combined 

treatment of MCF-7 cells with AICAR and methotrexate, arrests cell cycle and reverses Warburg 

metabolism through AMP-activated protein kinase (AMPK) and FOXO1. PloS one, 11(2), p.e0150232. 

 

Forieri, I., Sticht, C., Reichelt, M., Gretz, N., Hawkesford, M.J., Malagoli, M., Wirtz, M. and Hell, R., 

2017. System analysis of metabolism and the transcriptome in Arabidopsis thaliana roots reveals 

differential co‐regulation upon iron, sulfur and potassium deficiency. Plant, cell & 

environment, 40(1), pp.95-107. 

 

Fred, A.K., Kiswara, G., Yi, G. and Kim, K.M., 2016. Screening rice cultivars for resistance to bacterial 

leaf blight. Journal of microbiology and biotechnology, 26(5), pp.938-945.  

 

Georgalaki, M., Zoumpopoulou, G., Mavrogonatou, E., Van Driessche, G., Alexandraki, V, Anastasiou, 

R., Papadelli, M., Kazou, M., Manolopoulou, E., Kletsas, D. and Devreese, B., Papadimitriou, K., and 

Tsakalidou, E., 2017. Evaluation of the antihypertensive angiotensin-converting enzyme inhibitory 

(ACE-I) activity and other probiotic properties of lactic acid bacteria isolated from traditional Greek 

dairy products. International Dairy Journal. 
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Hoffmann, L., Schummer, A., Reimann, J., Haurat, M.F., Wilson, A.J., Beeby, M., Warscheid, B. and 

Albers, S.V., 2017. Expanding the archaellum regulatory network–the eukaryotic protein kinases 

ArnC and ArnD influence motility of Sulfolobus acidocaldarius. MicrobiologyOpen, 6(1). 

 

Howlader, J., Kim, H.T., Park, J.I., Ahmed, N.U., Robin, A.H.K., Jung, H.J. and Nou, I.S., 2016. 

Expression Profiling of MLO Family Genes under Podosphaera xanthii Infection and Exogenous 

Application of Phytohormones in Cucumis melo L. 생명과학회지 , 26(4), pp.419-430. 

 

Howlader, J., Park, J.I., Robin, A.H.K., Sumi, K.R. and Nou, I.S., 2017. Identification, Characterization 

and Expression Profiling of Stress-Related Genes in Easter Lily (Lilium formolongi). Genes, 8(7), p.172. 

 

Howlader, J., Sumi, K.R., Kim, H.T., Robin, A.H.K., Park, J.I., Chung, M.Y. and Nou, I.S., 2016. 

Characterization and Expression Analysis of Peroxidases and Glucan Synthase Like Genes in Cucumis 

melo L. Plant Breeding and Biotechnology, 4(2), pp.212-224. 

 

Khatun, K., Robin, A.H.K., Park, J.I., Kim, C.K., Lim, K.B., Kim, M.B., Lee, D.J., Nou, I.S. and Chung, M.Y., 

2016. Genome-Wide Identification, Characterization and Expression Profiling of ADF Family Genes in 

Solanum lycopersicum L. Genes, 7(10), p.79. 

 

Laila, R., Robin, A.H.K., Yang, K., Park, J.I., Suh, M.C., Kim, J. and Nou, I.S., 2016. Developmental and 

Genotypic Variation in Leaf Wax Content and Composition, and in Expression of Wax Biosynthetic 

Genes in Brassica oleracea var. capitata. Frontiers in plant science, 7. 

 

Lee, Y.S., Kim, J.Y., Oh, K.S. and Chung, S.W., 2017. Fatty acid‐binding protein 4 regulates fatty 

infiltration after rotator cuff tear by hypoxia‐inducible factor 1 in mice. Journal of Cachexia, 

Sarcopenia and Muscle. 

 

Maceda-Veiga, A., Webster, G., Canals, O., Salvadó, H., Weightman, A.J. and Cable, J., 2015. Chronic 

effects of temperature and nitrate pollution on Daphnia magna: Is this cladoceran suitable for 

widespread use as a tertiary treatment?. Water research, 83, pp.141-152. 

 

Mehl, N.S., Khalid, M., Srisuwatanasagul, S., Swangchan-Uthai, T. and Sirivaidyapong, S., 2016. GnRH-

agonist implantation of prepubertal male cats affects their reproductive performance and testicular 

LH receptor and FSH receptor expression. Theriogenology, 85(5), pp.841-848. 
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Mehl, N.S., Srisuwatanasagul, S., Swangchan-Uthai, T., Sirivaidyapong, S. and Khalid, M., 2017. GnRH-

agonist implants suppress reproductive function and affects ovarian LHR and FSHR expression in 

prepubertal female cats. Theriogenology, 87, pp.250-258. 

 

Melissa, P.S.W., Phelim, Y.V.C., Navaratnam, V. and Yin, C.Y., 2017. DNA Microarray Analysis of 

Estrogen Responsive Genes in Ishikawa Cells by Glabridin. Biochemistry Insights, 10. 

 

Mikó, E., Kovács, T., Fodor, T. and Bai, P., 2017. Methods to Assess the Role of Poly (ADP-Ribose) 

Polymerases in Regulating Mitochondrial Oxidation. In Poly (ADP-Ribose) Polymerase (pp. 185-200). 

Humana Press, New York, NY. 

 

Nagy, L., Márton, J., Vida, A., Kis, G., Bokor, É., Kun, S., Gönczi, M., Docsa, T., Tóth, A., Antal, M., 

Gergely, P., Csoka, B., Pacher, P., Somsak, L. and Bai, P., 2017. Glycogen phosphorylase inhibition 

improves β‐cell function. British Journal of Pharmacology. 

 

Percze, K., Szakács, Z., Scholz, É., András, J., Szeitner, Z., Van Den Kieboom, C.H., Ferwerda, G., De 

Jonge, M.I., Gyurcsányi, R.E. and Mészáros, T., 2017. Aptamers for respiratory syncytial virus 

detection. Scientific Reports, 7. 

 

Pulido-Salgado, M., Vidal-Taboada, J.M., Diaz-Barriga, G.G., Serratosa, J., Valente, T., Castillo, P., 

Matalonga, J., Straccia, M., Canals, J.M., Valledor, A. and Solà, C., Saura, J, 2017. Myeloid C/EBPβ 

deficiency reshapes microglial gene expression and is protective in experimental autoimmune 

encephalomyelitis. Journal of neuroinflammation, 14(1), p.54. 

 

Roussel, E.G., Cragg, B.A., Webster, G., Sass, H., Tang, X., Williams, A.S., Gorra, R., Weightman, A.J. 

and Parkes, R.J., 2015. Complex coupled metabolic and prokaryotic community responses to 

increasing temperatures in anaerobic marine sediments: critical temperatures and substrate 

changes. FEMS microbiology ecology, 91(8), p.fiv084. 

 

Schniete, J.K., Cruz-Morales, P., Selem, N., Fernandez-Martinez, L.T., Hunter, I.S., Barona-Gomez, F. 

and Hoskisson, P., 2017. Expanding Gene Families Helps Generate The Metabolic Robustness 

Required For Antibiotic Biosynthesis. bioRxiv, p.119354. 
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Sumi, K.R., Nou, I.S. and Kho, K.H., 2016. Identification and expression of a novel carbonic anhydrase 

isozyme in the pufferfish Takifugu vermicularis. Gene, 588(2), pp.173-179. 

 

Tapio, I., Fischer, D., Blasco, L., Tapio, M., Wallace, R.J., Bayat, A.R., Ventto, L., Kahala, M., Negussie, 

E., Shingfield, K.J. and Vilkki, J., 2017. Taxon abundance, diversity, co-occurrence and network 

analysis of the ruminal microbiota in response to dietary changes in dairy cows. PloS one, 12(7), 

p.e0180260. 

 

Theerawatanasirikul, S., Pongket, P., Larsuprom, L. and Sastravaha, A., 2016. Atopic dog skin shows 

decrease of claudin-1 but increase of atopic signature cytokines. Turkish Journal of Veterinary and 

Animal Sciences, 40(2), pp.243-250. 

 

Ubaidillah, M., Safitri, F.A., Lee, S., Park, G.H. and Kim, K.M., 2015. Alteration of plant hormones in 

transgenic rice (Oryza sativa L.) by overexpression of anti-apoptosis genes during salinity 

stress. Journal of Plant Biotechnology, 42(3), pp.168-179. 

 

Vamvakas, S.S., Mavrogonatou, E. and Kletsas, D., 2017. Human nucleus pulposus intervertebral disc 

cells becoming senescent using different treatments exhibit a similar transcriptional profile of 

catabolic and inflammatory genes. European Spine Journal, pp.1-9. 

 

Yang, W.S., Kim, D., Yi, Y.S., Kim, J.H., Jeong, H.Y., Hwang, K., Kim, J.H., Park, J. and Cho, J.Y., 2017. 

AKT-targeted anti-inflammatory activity of the methanol extract of Chrysanthemum indicum var. 

albescens. Journal of Ethnopharmacology, 201, pp.82-90. 

 

Yip, H.Y., Poh, M.S.W. and Chia, Y.Y., 2016. The effects of glycyrrhizic acid and glabridin in the 

regulation of CXCL5 inflammation gene on acceleration of wound healing. Asian Pacific Journal of 

Tropical Biomedicine, 6(2), pp.108-113. 

 

Zoumpopoulou, G., Tzouvanou, A., Mavrogonatou, E., Alexandraki, V., Georgalaki, M., Anastasiou, R., 

Papadelli, M., Manolopoulou, E., Kazou, M., Kletsas, D. and Papadimitriou, K., 2017. Probiotic 

Features of Lactic Acid Bacteria Isolated from a Diverse Pool of Traditional Greek Dairy Products 

Regarding Specific Strain-Host Interactions. Probiotics and Antimicrobial Proteins, pp.1-10. 
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1.3  qPCRBIO SyGreen Mix Hi-ROX 

 

Aguilà, M., Bevilacqua, D., McCulley, C., Schwarz, N., Athanasiou, D., Kanuga, N., Novoselov, S.S., 

Lange, C.A., Ali, R.R., Bainbridge, J.W. and Gias, C., 2013. Hsp90 inhibition protects against inherited 

retinal degeneration. Human molecular genetics, 23(8), pp.2164-2175. 

 

Baek, A., Cho, S.R. and Kim, S.H., 2017. Elucidation of Gene Expression Patterns in the Brain after 

Spinal Cord Injury. Cell Transplantation, 26(7), pp.1286-1300. 

 

Kacso, G., Ravasz, D., Doczi, J., Németh, B., Madgar, O., Saada, A., Ilin, P., Miller, C., Ostergaard, E., 

Iordanov, I., Adams, D., Vargedo, Z., Araki, M., Araki, K., Nakahara, M., Ito, H., Gal, A., Molnar, M.J., 

Nagy, Z., Patocs, A., Adam-Vizi, V. and Chinopoulos, C., 2016. Two transgenic mouse models for β-

subunit components of succinate-CoA ligase yielding pleiotropic metabolic alterations. Biochemical 

Journal, 473(20), pp.3463-3485. 

 

Kim, M.S., Yu, J.H., Lee, M.Y., Kim, A.L., Jo, M.H., Kim, M., Cho, S.R. and Kim, Y.H., 2016. Differential 

Expression of Extracellular Matrix and Adhesion Molecules in Fetal-Origin Amniotic Epithelial Cells of 

Preeclamptic Pregnancy. PloS one, 11(5), p.e0156038. 

 

Lappa, I.K., Simini, E., Nychas, G.J.E. and Panagou, E.Z., 2017. In vitro evaluation of essential oils 

against Aspergillus carbonarius isolates and their effects on Ochratoxin A related gene expression in 

synthetic grape medium. Food Control, 73, pp.71-80. 

 

Lee, A., Papangeli, I., Park, Y., Jeong, H.N., Choi, J., Kang, H., Jo, H.N., Kim, J. and Chun, H.J., 2017. A 

PPARγ-dependent miR-424/503-CD40 axis regulates inflammation mediated angiogenesis. Scientific 

Reports, 7. 

 

Marvasi, M., Durie, I.A., Henríquez, T., Satkute, A., Matuszewska, M. and Prado, R.C., 2016. Dispersal 

of human and plant pathogens biofilms via nitric oxide donors at 4° C. AMB Express, 6(1), p.49. 
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Scheller, E.L., Doucette, C.R., Learman, B.S., Cawthorn, W.P., Khandaker, S., Schell, B., Wu, B., Ding, 

S.Y., Bredella, M.A., Fazeli, P.K., Khoury, B., Jepsen, K.J., Pilch, P.F., Klibanski, A., Rosen, C.J. and 

MacDougald, O.A., 2015. Region-specific variation in the properties of skeletal adipocytes reveals 

regulated and constitutive marrow adipose tissues. Nature communications, 6. 

 

Tan, T.S., Hassan, S.S. and Yap, W.B., 2016. Replication of a Malaysian strain avian influenza A virus 

H5N1 in Madin-Darby canine kidney and African green monkey kidney cells. Sains Malaysiana, 45(5), 

pp.787-793. 

 

Trovisco, V., Belaya, K., Nashchekin, D., Irion, U., Sirinakis, G., Butler, R., Lee, J.J, Gavis, E.R. and St 

Johnston, D., 2016. bicoid mRNA localises to the Drosophila oocyte anterior by random Dynein-

mediated transport and anchoring. Elife, 5. 

 

Wamaedeesa, R., 2016. Molecular aspects of 2OG-Fe (II)-dioxygenases and response to abiotic stress 

in rice (Doctoral dissertation, University of Reading). 

Supervisor: Prof. Jim Dunwell 

 

Yu, S.R., and Shin, S.M., 2015. Effect of Safflower and Safflower Seed Extract on Osteogenic 

Differentiation of MC3T3E1 Cells. Journal of Internal Korean Medicine. 36(4)518-526. 

 

Yu, S.R. and Shin, S.M., 2017. Effects of Carthamus Tinctorius Extract on Adipogenic Differentiation 

of Mouse Bone Marrow-Derived Mesenchymal Stromal Stem Cells. The Journal of Internal Korean 

Medicine, 38(1), pp.1-9. 

 

1.4  qPCRBIO Probe Mix 

 

Bähre, H., Hartwig, C., Munder, A., Wolter, S., Stelzer, T., Schirmer, B., Beckert, U., Frank, D.W., 

Tümmler, B., Kaever, V. and Seifert, R., 2015. cCMP and cUMP occur in vivo. Biochemical and 

biophysical research communications, 460(4), pp.909-914. 
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Chia, S.L., Lei, J., Ferguson, D.J., Dyer, A., Fisher, K.D. and Seymour, L.W., 2017. Group B adenovirus 

enadenotucirev infects polarised colorectal cancer cells efficiently from the basolateral surface 

expected to be encountered during intravenous delivery to treat disseminated cancer. Virology, 505, 

pp.162-171. 

 

Jensen, B.D., Knorr, K. and Nicolaisen, M., 2016. In vitro competition between Fusarium 

graminearum and Epicoccum nigrum on media and wheat grains. European Journal of Plant 

Pathology, 146(3), pp.657-670. 

 

Manczinger, M., Bodnár, V., Papp, B.T., Bolla, B.S., Szabó, K., Balázs, B., Csányi, E., Szél, E., Erős, G. 

and Kemény, L., 2017. Drug repurposing by simulating flow through protein–protein interaction 

networks. Clinical Pharmacology & Therapeutics. 

 

Monavari, S.H., Fateh, R., Vaziri, F., Rahimi Jamnani, F., Anvari, E., Sadeghi, F., Afrough, P., Behrouzi, 

A., Sakhaee, F., Meidaninikjeh, S., Mollaie, H., Tasbiti, A.H., Yari, S., Sadeghi, M., Fateh, A. and Siadat, 

S.D., 2017. A comparative study of various methods for detection of IL28B rs12979860 in chronic 

hepatitis C. Scandinavian Journal of Clinical and Laboratory Investigation, 77(4), pp.247-252. 

 

Myers, R., Coviello, C., Erbs, P., Foloppe, J., Rowe, C., Kwan, J., Crake, C., Finn, S., Jackson, E., Balloul, 

J.M. and Story, C., 2016. Polymeric cups for cavitation-mediated delivery of oncolytic vaccinia 

virus. Molecular Therapy, 24(9), pp.1627-1633. 

 

Wolter, S., Kloth, C., Golombek, M., Dittmar, F., Försterling, L. and Seifert, R., 2015. cCMP causes 

caspase-dependent apoptosis in mouse lymphoma cell lines. Biochemical pharmacology, 98(1), 

pp.119-131. 

 

1.5  qPCRBIO Probe Mix Lo-ROX 

 

Giengkam, S., Blakes, A., Utsahajit, P., Chaemchuen, S., Atwal, S., Blacksell, S.D., Paris, D.H., Day, N.P. 

and Salje, J., 2015. Improved quantification, propagation, purification and storage of the obligate 

intracellular human pathogen Orientia tsutsugamushi. PLoS neglected tropical diseases, 9(8), 

p.e0004009. 
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Morris, C.A., El-Hiti, G.A., Weeks, I., Woodhead, S., Smith, K. and Kille, P., 2017. Quantitative analysis 

of gene expression changes in response to genotoxic compounds. Toxicology in Vitro, 39, pp.15-28. 

 

Sapkota, R., Olesen, M.H., Deleuran, L.C., Boelt, B. and Nicolaisen, M., 2016. Effect of Verticillium 

dahliae Soil Inoculum Levels on Spinach Seed Infection. Plant Disease, 100(8), pp.1564-1570. 

 

Sapkota, R., Skantar, A.M. and Nicolaisen, M., 2016. A TaqMan real-time PCR assay for detection of 

Meloidogyne hapla in root galls and in soil. Nematology, 18(2), pp.147-154. 

 

Yaari, Z., Da Silva, D., Zinger, A., Goldman, E., Kajal, A., Tshuva, R., Barak, E., Dahan, N., Hershkovitz, 

D., Goldfeder, M., Roitman, J.S. and Schroeder, A., 2016. Theranostic barcoded nanoparticles for 

personalized cancer medicine. Nature communications, 7, p.13325. 

 

1.6  qPCRBIO Probe Mix Hi-ROX 

 

Dyer, A., Di, Y., Calderon, H., Illingworth, S., Kueberuwa, G., Tedcastle, A., Jakeman, P., Chia, S.L., 

Brown, A., Silva, M.A., Barlow, D., Beadle, J., Hermiston, T., Ferguson, D.J.P., Champion, B., Fisher, 

K.D. and Seymour, L.W., 2017. Oncolytic Group B Adenovirus Enadenotucirev Mediates Non-

apoptotic Cell Death with Membrane Disruption and Release of Inflammatory Mediators. Molecular 

Therapy-Oncolytics, 4, pp.18-30. 

 

Elizur, S.E., Lebovitz, O., Derech-Haim, S., Dratviman-Storobinsky, O., Feldman, B., Dor, J., Orvieto, R. 

and Cohen, Y., 2014. Elevated levels of FMR1 mRNA in granulosa cells are associated with low 

ovarian reserve in FMR1 premutation carriers. PloS one, 9(8), p.e105121. 

 

Hollstein, R., Reiz, B., Kötter, L., Richter, A., Schaake, S., Lohmann, K. and Kaiser, F.J., 2017. Dystonia-

causing mutations in the transcription factor THAP1 disrupt HCFC1 cofactor recruitment and alter 

gene expression. Human Molecular Genetics. 

 

Illingworth, S., Di, Y., Bauzon, M., Lei, J., Duffy, M.R., Alvis, S., Champion, B., Lieber, A., Hermiston, T., 

Seymour, L.W., Beadle, J. and Fisher, K., 2017. Preclinical Safety Studies of Enadenotucirev, a 

Chimeric Group B Human-Specific Oncolytic Adenovirus. Molecular Therapy-Oncolytics, 5, pp.62-74. 
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Kim, H.S., Kim, J.H., Lee, J.Y., Yoon, Y.M., Kim, I.H., Yoon, H.S. and Youn, B.S., 2017. Small molecule-

mediated reprogramming of epithelial-mesenchymal transition thereby blocking fibrosis. bioRxiv, 

p.106591. 

 

Kim,J.H. (2017). Spatiotemporal distribution and a survival strategy of harmful dinoflagellates 

Alexanderium spp. in Korean coastal waters and application to controlling scuticociliates. (Master’s 

Thesis Submission, Seoul National University). 

 

Magzal, F., Sela, S., Szuchman-Sapir, A., Tamir, S., Michelis, R. and Kristal, B., 2017. In-vivo oxidized 

albumin–a pro-inflammatory agent in hypoalbuminemia. PloS one, 12(5), p.e0177799. 

 

Scheuer, T., Sharkovska, Y., Tarabykin, V., Marggraf, K., Brockmöller, V., Bührer, C., Endesfelder, S. 

and Schmitz, T., 2017. Neonatal Hyperoxia Perturbs Neuronal Development in the 

Cerebellum. Molecular Neurobiology, pp.1-15. 

 

Tedcastle, A., Illingworth, S., Brown, A., Seymour, L.W. and Fisher, K.D., 2016. Actin-resistant DNAse I 

Expression From Oncolytic Adenovirus Enadenotucirev Enhances Its Intratumoral Spread and 

Reduces Tumor Growth. Molecular Therapy, 24(4), pp.796-804. 

 

1.7  qPCRBIO Probe Mix No-ROX 

 

Butcher, R., Houghton, J., Derrick, T., Ramadhani, A., Herrera, B., Last, A.R., Massae, P.A., Burton, 

M.J., Holland, M.J. and Roberts, C.H. 2017. Reduced-cost Chlamydia trachomatis-specific multiplex 

real-time PCR diagnostic assay evaluated for ocular swabs and use by trachoma research 

programmes. Journal of microbiological methods, 139, pp.95-102. 

 

Chiu, Y.T., Yen, H.K. and Lin, T.F., 2016. An alternative method to quantify 2-MIB producing 

cyanobacteria in drinking water reservoirs: Method development and field 

applications. Environmental research, 151, pp.618-627. 

 

Novosadova, E., Chabronova, A., Kolek, V., Petrek, M. and Navratilova, Z., 2016. The Serum 

Expression of Selected miRNAs in Pulmonary Sarcoidosis with/without Löfgren’s 

Syndrome. Mediators of inflammation, 2016. 
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1.8  qPCRBIO Probe Blue Mix Lo-ROX 

 

Li, L., Banerjee, A., Franziska Bischof, L., Ramadan Maklad, H., Hoffmann, L., Henche, A.L., Veliz, F., 

Bildl, W., Schulte, U., Orell, A. and Essen, L.O., Peeters, E. and Albers, S.V, 2017. Wing 

phosphorylation is a major functional determinant of the Lrs14‐type biofilm and motility regulator 

AbfR1 in Sulfolobus acidocaldarius. Molecular Microbiology. 

 

1.9  qPCRBIO HRM Mix 

 

Yang, J., Kemps-Mols, B., Spruyt-Gerritse, M., Anholts, J., Claas, F. and Eikmans, M., 2016. The source 

of SYBR green master mix determines outcome of nucleic acid amplification reactions. BMC research 

notes, 9(1), p.292. 

 

1.10  qPCRBIO SyGreen 1-Step Detect 

 

Huynh, O.T., Truong, M.T.H. and Van Pham, P., 2017. Experimental reprogramming of murine 

embryonic fibroblasts towards induced pluripotent stem cells using a single polycistronic 

vector. Progress in Stem Cell, 4(01), pp.159-174. 

 

Orriss, I.R., Guneri, D., Hajjawi, M.O., Shaw, K., Patel, J.J. and Arnett, T.R., 2017. Activation of the 

P2Y2 receptor regulates bone cell function by enhancing ATP release. Journal of 

Endocrinology, 233(3), pp.341-356.  

 

Tang, M.B., Chang, H.M., Wu, W.C., Chou, Y.C. and Yu, C.P., 2016. First Detection of Chicken Anemia 

Virus and Norovirus Genogroup II in Stool of Children with Acute Gastroenteritis in Taiwan. The 

Southeast Asian journal of tropical medicine and public health, 47(3), pp.416-423.  

 

Vu, N.B., Le, H.T.N., Dao, T.T.T., Phi, L.T. and Phan, N.K., 2017. Allogeneic Adipose-Derived 

Mesenchymal Stem Cell Transplantation Enhances the Expression of Angiogenic Factors in a Mouse 

Acute Hindlimb Ischemic Model. 
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Wanka, F., Arentshorst, M., Cairns, T.C., Jørgensen, T., Ram, A.F. and Meyer, V., 2016. Highly active 

promoters and native secretion signals for protein production during extremely low growth rates in 

Aspergillus niger. Microbial cell factories, 15(1), p.145.  

 

Wen, T.K., Tang, M.B. and Yu, C.P., 2016. Detection of Wu Polyomavirus and Norovirus Genogroup II 

in Stools of Children with Acute Gastroenteritis in Taiwan. Southeast Asian Journal of Tropical 

Medicine and Public Health, 47(1), p.23.  

 

1.11  qPCRBIO SyGreen 1-Step Detect Lo-ROX 

 

Al-Jazzar, A., Javaheri, B., Prideaux, M., Boyde, A., Scudamore, C.L., Cherifi, C., Hay, E., Hopkinson, 

M., Boyd, M., Cohen-Solal, M. and Farquharson, C., 2016. Dmp1 Promoter-Driven Diphtheria Toxin 

Receptor Transgene Expression Directs Unforeseen Effects in Multiple Tissues. International journal 

of molecular sciences, 18(1), p.29. 

 

Charoensopharat, K., Thanonkeo, P., Thanonkeo, S. and Yamada, M., 2015. Ethanol production from 

Jerusalem artichoke tubers at high temperature by newly isolated thermotolerant inulin-utilizing 

yeast Kluyveromyces marxianus using consolidated bioprocessing. Antonie Van 

Leeuwenhoek, 108(1), pp.173-190.  

 

Khumkarjorn, N., Thanonkeo, S., Yamada, M. and Thanonkeo, P., 2017. Cloning and expression 

analysis of a flavanone 3-hydroxylase gene in Ascocenda orchid. Journal of Plant Biochemistry and 

Biotechnology, 26(2), pp.179-190.  

 

Nuanpeng, S., Thanonkeo, S., Yamada, M. and Thanonkeo, P., 2016. Ethanol production from sweet 

sorghum juice at high temperatures using a newly isolated thermotolerant yeast Saccharomyces 

cerevisiae DBKKU Y-53. Energies, 9(4), p.253.  

 

Techaparin, A., Thanonkeo, P. and Klanrit, P., 2017. Gene expression profiles of the thermotolerant 

yeast Saccharomyces cerevisiae strain KKU-VN8 during high-temperature ethanol fermentation using 

sweet sorghum juice. Biotechnology Letters, pp.1-7. 
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Van Trinh, N., Dang, N.D.P., Tran, D.H. and Van Pham, P., 2016. Taraxacum officinale dandelion 

extracts efficiently inhibited the breast cancer stem cell proliferation. Biomedical Research and 

Therapy, 3(7), pp.1-13. 

 

1.12  qPCRBIO SyGreen 1-Step Detect Hi-ROX 

 

Imparato, V., Santos, S.S., Johansen, A., Geisen, S. and Winding, A., 2016. Stimulation of bacteria and 

protists in rhizosphere of glyphosate-treated barley. Applied Soil Ecology, 98, pp.47-55. 

 

Kulimushi, P.Z., Arias, A.A., Franzil, L., Steels, S. and Ongena, M., 2017. Stimulation of Fengycin-Type 

Antifungal Lipopeptides in Bacillus amyloliquefaciens in the Presence of the Maize Fungal Pathogen 

Rhizomucor variabilis. Frontiers in microbiology, 8. 

 

Molinatto, G., Franzil, L., Steels, S., Puopolo, G., Pertot, I. and Ongena, M., 2017. Key impact of an 

uncommon plasmid on Bacillus amyloliquefaciens subsp. plantarum S499 developmental traits and 

lipopeptide production. Frontiers in microbiology, 8. 

 

Santos SS, Hendriksen NB, Jakobsen HH, Winding A. Effects of Bacillus cereus Endospores on Free-

Living Protist Growth. Microbial ecology. 2017 Apr 1;73(3):699-709. 

 

Santos, S.S., Nielsen, T.K., Hansen, L.H. and Winding, A., 2015. Comparison of three DNA extraction 

methods for recovery of soil protist DNA. Journal of microbiological methods, 115, pp.13-19. 

 

1.13  qPCRBIO SyGreen 1-Step Go 

 

Huynh, O.T., Truong, M.T.H. and Van Pham, P., 2017. Experimental reprogramming of murine 

embryonic fibroblasts towards induced pluripotent stem cells using a single polycistronic 

vector. Progress in Stem Cell, 4(01), pp.159-174. 
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2. Endpoint PCR 

 

2.1  PCRBIO Taq DNA Polymerase 

 

Adilah-Amrannudin, N., Hamsidi, M., Ismail, N.A., Ismail, R., Dom, N.C., Ahmad, A.H., Mastuki, M.F., 

Basri, T.S.A.T.A., Khalid, A., Muslim, M., Daud, N.A.A. and Camalxaman, S.N., 2016. Genetic 

Polymorphism of Aedes albopictus Population Inferred From ND5 Gene Variabilities In Subang Jaya, 

Malaysia. Journal of the American Mosquito Control Association, 32(4), pp.265-272. 

 

Koukidou, M., Alphey, L. and Warner, S., Oxitec Limited, 2015. Gene expression system. U.S. Patent 

Application 15/313,922. 

 

Li, J., Zheng, Y., Xu, H., Xi, X., Hou, Q., Feng, S., Wuri, L., Bian, Y., Yu, Z., Kwok, L.Y., Sun, Z. and Sun, T. 

2017. Bacterial microbiota of Kazakhstan cheese revealed by single molecule real time (SMRT) 

sequencing and its comparison with Belgian, Kalmykian and Italian artisanal cheeses. BMC 

microbiology, 17(1), p.13. 

 

Maceda-Veiga, A., Webster, G., Canals, O., Salvadó, H., Weightman, A.J. and Cable, J., 2015. Chronic 

effects of temperature and nitrate pollution on Daphnia magna: Is this cladoceran suitable for 

widespread use as a tertiary treatment?. Water research, 83, pp.141-152. 

 

Mitková, B., Hrazdilová, K., D’Amico, G., Duscher, G.G., Suchentrunk, F., Forejtek, P., Gherman, C.M., 

Matei, I.A., Ionică, A.M., Daskalaki, A.A., Mihalca, A.D., Votypka, J., Hulva, P. and Modry, D., 2017. 

Eurasian golden jackal as host of canine vector-borne protists. Parasites & vectors, 10(1), p.183. 

 

Olivier, M.F., 2016. Temperature and salinity controls on methanogenesis in an artificial freshwater 

lake (Cardiff Bay, Wales) (Doctoral dissertation, Cardiff University). 

 

Szmolka, A., Szabó, M., Kiss, J., Pászti, J., Adrián, E., Olasz, F. and Nagy, B., 2017. Molecular 

epidemiology of the endemic multiresistance plasmid pSI54/04 of Salmonella Infantis in broiler and 

human population in Hungary. Food Microbiology. 



PCR Biosystems | Product Citations | September 2017      

 17 

 

Williams, A.S., 2015. The dynamic interaction between microbial biodiversity, biogeochemical 

activity and sedimentary geomorphology in the Severn Estuary (Doctoral dissertation, Cardiff 

University). 

 

2.2  PCRBIO HS Taq DNA Polymerase 

 

Montagnier, L., Aïssa, J., Capolupo, A., Craddock, T.J.A., Kurian, P., Lavallee, C., Polcari, A., Romano, 

P., Tedeschi, A. and Vitiello, G., 2017. Water Bridging Dynamics of Polymerase Chain Reaction in the 

Gauge Theory Paradigm of Quantum Fields. Water, 9(5), p.339. 

 

Nusová, G., Šemeláková, M., Paučulová, L., Uhrin, M. and Kaňuch, P., 2017. Haplotype diversity in 

common pipistrelle’s mass hibernacula from central Europe. Biologia, 72(5), pp.548-553. 

 

2.3  PCRBIO HiFi Polymerase 

 

Bang-Andreasen, T., Nielsen, J.T., Voriskova, J., Heise, J., Rønn, R., Kjøller, R., Hansen, H.C. and 

Jacobsen, C.S., 2017. Wood Ash Induced pH Changes Strongly Affect Soil Bacterial Numbers and 

Community Composition. Frontiers in Microbiology, 8. 

 

Bech, T.B., Rosenbom, A.E., Sørensen, S.R. and Jacobsen, C.S., 2017. Conservative tracer bromide 

inhibits pesticide mineralisation in soil. Environmental Pollution, 222, pp.404-411. 

 

Cameron, K.A., Stibal, M., Zarsky, J.D., Gözdereliler, E., Schostag, M. and Jacobsen, C.S., 2016. 

Supraglacial bacterial community structures vary across the Greenland ice sheet. FEMS microbiology 

ecology, 92(2). 

 

Gilman, F.R., 2015. Microbial responses and contributions to climate change in Greenland. University 

of Montana, Missoula, Montana, USA. 

 

Herrmann, B., 2017. Autökologische und molekularbiologische Untersuchungen zur 

Charakterisierung der Kleidermotte Tineola bisselliella (Lepidoptera) als 

Referenzorganismus (Doctoral dissertation, Freie Universität Berlin). 
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Supervisors: Dr. Rüdiger Plarre; Prof. Dr. Rupert Mutzel 

 

Kirkegaard, R.H., McIlroy, S.J., Kristensen, J.M., Nierychlo, M., Karst, S.M., Dueholm, M.S., Albertsen, 

M. and Nielsen, P.H., 2017. Identifying the abundant and active microorganisms common to full 

scale anaerobic digesters. Biorxiv, p.104620. 

 

Martín Ramírez, R.M., 2014. Estudio de expresión de la familia génica sirtuínas en células de la 

granulosa humana, y su relación con la calidad oocitaria en técnicas de fecundación in vitro. 

Universidad de La Laguna, Santa Cruz de Tenerife, Spain. 

 

Pickering, H., 2017. Identification of Chlamydia trachomatis Immune Targets through Immunological 

and Population-Genomic Screens and Elucidation of Potential Roles in Bacterial 

Pathogenesis (Doctoral dissertation, London School of Hygiene & Tropical Medicine). Supervisors: 

Martin Holland; Richard Hayward. 

 

Repin, R.A.M., Mutalib, S.A., Shahimi, S., Khalid, R.M., Ayob, M.K., Bakar, M.F.A. and Isa, M.N.M., 

2016, November. Bioinformatics analysis and detection of gelatinase encoded gene in 

Lysinibacillussphaericus. In AIP Conference Proceedings (Vol. 1784, No. 1, p. 030044). AIP Publishing. 

 

Stankiewicz, E., 2017. Identification of the genetic alterations in prostate cancer 

metastases (Doctoral dissertation, Queen Mary University of London). 

Supervisor: Dr Yong-Jie Lu and Prof D. Berney 

 

2.4  PCRBIO Taq Mix 

 

Kang, J.T., Cho, B., Ryu, J., Ray, C., Lee, E.J., Yun, Y.J., Ahn, S., Lee, J., Ji, D.Y., Jue, N. and Clark-Deener, 

S., 2016. Biallelic modification of IL2RG leads to severe combined immunodeficiency in 

pigs. Reproductive Biology and Endocrinology, 14(1), p.74. 

 

Kang, J.T., Ryu, J., Cho, B., Lee, E.J., Yun, Y.J., Ahn, S., Lee, J., Ji, D.Y., Lee, K. and Park, K.W., 2016. 

Generation of RUNX3 knockout pigs using CRISPR/Cas9‐mediated gene targeting. Reproduction in 

Domestic Animals, 51(6), pp.970-978. 
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Paclikova, H., 2016. Diverzita, evoluce a selekce u genů kódujících toll-like receptory TLR2 a TLR9 u 

čeledi Equidae (Doctoral dissertation, Masarykova univerzita, Přírodovědecká fakulta, Czechia). 

 

2.5  PCRBIO Taq Mix Red 

 

Gallusová, M., Jirsová, D., Mihalca, A.D., Gherman, C.M., D'Amico, G., Qablan, M.A. and Modrý, D., 

2016. Cytauxzoon infections in wild felids from Carpathian-Danubian-Pontic space: further evidence 

for a different Cytauxzoon species in European felids. The Journal of parasitology, 102(3), pp.377-

380. 

 

Lee, S.Y. and Mohamed, R., 2016. Rediscovery of Aquilaria rostrata (Thymelaeaceae), a species 

thought to be extinct, and notes on Aquilaria conservation in Peninsular Malaysia. Blumea-

Biodiversity, Evolution and Biogeography of Plants, 61(1), pp.13-19. 

 

Lee, S.Y., Mohamed, R., Faridah-Hanum, I. and Lamasudin, D.U., 2017. Utilization of the internal 

transcribed spacer (ITS) DNA sequence to trace the geographical sources of Aquilaria malaccensis 

Lam. populations. Plant Genetic Resources, pp.1-9. 

 

Lee, S.Y., Ng, W.L., Mahat, M.N., Nazre, M. and Mohamed, R., 2016. DNA barcoding of the 

endangered Aquilaria (Thymelaeaceae) and its application in species authentication of agarwood 

products traded in the market. PloS one, 11(4), p.e0154631. 

 

Mitková, B., Hrazdilová, K., Steinbauer, V., D’Amico, G., Mihalca, A.D. and Modrý, D., 2016. 

Autochthonous Hepatozoon infection in hunting dogs and foxes from the Czech 

Republic. Parasitology research, 115(11), pp.4167-4171. 

 

Sawei, J. and Sani, N.A., 2016, November. Prevalence, isolation and characterization of Bacillus 

cereus strains from rice of local cultivators of Sabah, Sarawak, and Peninsular Malaysia. In AIP 

Conference Proceedings (Vol. 1784, No. 1, p. 030029). AIP Publishing. 

 

Shetty, S.M., Shah, M.U.M., Makale, K., Mohd-Yusuf, Y., Khalid, N. and Othman, R.Y., 2016. Complete 

chloroplast genome sequence of corroborates structural heterogeneity of inverted repeats in wild 

progenitors of cultivated bananas and plantains. The plant genome, 9(2). 
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Sváb, D., Bálint, B., Maróti, G. and Tóth, I., 2015. A novel transducible chimeric phage from 

Escherichia coli O157: H7 Sakai strain encoding Stx1 production. Infection, Genetics and 

Evolution, 29, pp.42-47. 

 

2.6  PCRBIO HS Taq Mix 

 

Borgbo, T., Chrudimska, J., Macek, M., Jeppesen, J.V., Bøtkjær, J.A., Kristensen, S.G., Macklon, K.T., 

Ernst, E., Hansen, L.L. and Andersen, C.Y., 2017. The polymorphic insertion of the luteinizing 

hormone receptor “insLQ” show a negative association to LHR gene expression and to the follicular 

fluid hormonal profile in human small antral follicles. Molecular and Cellular Endocrinology. 

 

Chung, S.W., Choi, B.M., Kim, J.Y., Lee, Y.S., Yoon, J.P., Oh, K.S. and Park, K.S., 2017. Altered Gene 

and Protein Expressions in Torn Rotator Cuff Tendon Tissues in Diabetic Patients. Arthroscopy: The 

Journal of Arthroscopic & Related Surgery, 33(3), pp.518-526. 

 

Hong, S.H., Kim, J.S., Park, J.W. and Lee, E.Y., 2015. A Study on the Effect of the Rhizobacterium, 

Bacillus sp. SH1RP8 and Potassium Family Polymers on the Crop Growth under Saline. Korean Society 

for Biotechnology and Bioengineering Journal. 30(3): 97-102. 

 

Matějčková, I., 2017. Utilization of New Generation Sequencing Methods to Elucidate Cystic Fibrosis-

Like Phenotype at Patients with Unclear Illness of Molecular Type. (Univerzita Karlova). 

 

Tap, R.M., Betty, H., Sue, L., Ramli, N.Y., Suppiah, J., Hashim, R., Sabaratnam, P., Ginsapu, S.J., 

Gowbei, A., Razak, M.F.A. and Sipiczki, M., 2016. First isolation of Candida wangnamkhiaoensis from 

the blood of immunocompromised paediatric patient. Mycoses, 59(11), pp.734-741. 

 

2.7  PCRBIO HS Taq Mix Red 

 

Ingrao, A.J., Schmidt, J., Jubenville, J., Grode, A., Komondy, L., VanderZee, D. and Szendrei, Z., 2017. 

Biocontrol on the edge: Field margin habitats in asparagus fields influence natural enemy-pest 

interactions. Agriculture, Ecosystems & Environment, 243, pp.47-54. 
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Naďo, L., Chromá, R. and Kaňuch, P., 2017. Structural, temporal and genetic properties of social 

groups in the short-lived migratory bat Nyctalus leisleri. Brill. 

 

Schmidt, J.M., Szendrei, Z. and Grieshop, M., 2016. Elucidating the Common Generalist Predators of 

Conotrachelus nenuphar (Herbst)(Coleoptera: Curculionidae) in an Organic Apple Orchard Using 

Molecular Gut-Content Analysis. Insects, 7(3), p.29. 

 

Zahradnik, J., Kolenko, P., Cerny, J., Palyzova, A., Kolarova, L., Kyslikova, E., Maresova, H., Grulich, M, 

Kyslik, P. and Schneider, B., 2016. A crystal structure of an Apo form of glycerol trinitrate reductase 

XdpB, a member of a subgroup of bacterial Old Yellow Enzymes with autogenic blocking, from 

Agrobacterium sp. R89-1. (Univerzita Karlova v Praze). 

 

2.8  PCRBIO Ultra Mix 

 

El-Attar, L.M.R., Mitchell, J.A., Brownlie, H.B., Priestnall, S.L. and Brownlie, J., 2015. Detection of non-

primate hepaciviruses in UK dogs. Virology, 484, pp.93-102. 

 

Paclikova, H., 2016. Diverzita, evoluce a selekce u genů kódujících toll-like receptory TLR2 a TLR9 u 

čeledi Equidae (Doctoral dissertation, Masarykova univerzita, Přírodovědecká fakulta). 

 

2.9  PCRBIO 1-Step RT-PCR Kit 

 

Long, L.T., Phuong Thao, N.T., Chung, D.C., Si, D.M., Trinh, L.H. and Son, H.N., 2015. The transcript 

expression of pluripotent genes in bovine embryonic stem like cells. TAP CHI SINH HOC, 37(1), 

pp.110-116.  

 

Sutton, E.R., Yu, Y., Shimeld, S.M., White-Cooper, H. and Alphey, L., 2016. Identification of genes for 

engineering the male germline of Aedes aegypti and Ceratitis capitata. BMC genomics, 17(1), p.948. 
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3. cDNA Synthesis 

 

3.1  qPCRBIO cDNA Synthesis Kit 

 

Chandran, S., Watkins, J., Abdul‐Aziz, A., Shafat, M., Calvert, P.A., Bowles, K.M., Flather, M.D., 

Rushworth, S.A. and Ryding, A.D., 2017. Inflammatory Differences in Plaque Erosion and Rupture in 

Patients With ST‐Segment Elevation Myocardial Infarction. Journal of the American Heart 

Association, 6(5), p.e005868. 

 

Czubala, M.A., 2015. Transforming growth factor-beta (TGF-β) induces HIV-1 restriction in 

Langerhans cells (Doctoral dissertation, Cardiff University). 

PhD supervisors: Prof. Vincent Piguet and Dr Fabien Blanchet 

 

Eldar-Yedidia, Y., Bar-Meir, M., Hillel, M., Abitbol, G., Broide, E., Falk, R., Assous, M. and Schlesinger, 

Y., 2016. Low interferon relative-response to cytomegalovirus is associated with low likelihood of 

intrauterine transmission of the virus. PloS one, 11(2), p.e0147883. 

 

Kim, H.S., Kim, J.H., Lee, J.Y., Yoon, Y.M., Kim, I.H., Yoon, H.S. and Youn, B.S., 2017. Small molecule-

mediated reprogramming of epithelial-mesenchymal transition thereby blocking fibrosis. bioRxiv, 

p.106591. 

 

Lanfredini, S., Olivero, C., Borgogna, C., Calati, F., Powell, K., Davies, K.J., De Andrea, M., Harries, S., 

Tang, H.K.C., Pfister, H. and Gariglio, M., 2017. HPV8 field cancerization in a transgenic mouse model 

is due to Lrig1+ keratinocyte stem cell expansion. Journal of Investigative Dermatology. 

 

Lee, A., Papangeli, I., Park, Y., Jeong, H.N., Choi, J., Kang, H., Jo, H.N., Kim, J. and Chun, H.J., 2017. A 

PPARγ-dependent miR-424/503-CD40 axis regulates inflammation mediated angiogenesis. Scientific 

Reports, 7. 

 

Liew, J.W., Fong, M.Y. and Lau, Y.L., 2017. Quantitative real-time PCR analysis of Anopheles dirus 

TEP1 and NOS during Plasmodium berghei infection, using three reference genes. PeerJ, 5, p.e3577. 



PCR Biosystems | Product Citations | September 2017      

 23 

 

Perfecto, A., Elgy, C., Valsami-Jones, E., Sharp, P., Hilty, F. and Fairweather-Tait, S., 2017. 

Mechanisms of Iron Uptake from Ferric Phosphate Nanoparticles in Human Intestinal Caco-2 

Cells. Nutrients, 9(4), p.359. 

 

Piddock, R.E., Loughran, N., Marlein, C.R., Robinson, S.D., Edwards, D.R., Yu, S., Pillinger, G.E., Zhou, 

Z., Zaitseva, L., Auger, M.J., Rushworth, S.A. and Bowles, K.M., 2017. PI3Kδ and PI3Kγ isoforms have 

distinct functions in regulating pro-tumoural signalling in the multiple myeloma 

microenvironment. Blood cancer journal, 7(3), pp.e539-e539. 

 

Prevo, R., Tiwana, G.S., Maughan, T.S., Buffa, F.M., McKenna, W.G. and Higgins, G.S., 2017. Depletion 

of Signal Recognition Particle 72kDa increases radiosensitivity. Cancer Biology & Therapy, (just-

accepted), pp.00-00. 

 

Repin, R.A.M., Mutalib, S.A., Shahimi, S., Khalid, R.M., Ayob, M.K., Bakar, M.F.A. and Isa, M.N.M., 

2016, November. Bioinformatics analysis and detection of gelatinase encoded gene in 

Lysinibacillussphaericus. In AIP Conference Proceedings (Vol. 1784, No. 1, p. 030044). AIP Publishing. 

 

Roura, M., Catalá, M.G., Soto-Heras, S., Hammami, S., Izquierdo, D., Fouladi-Nashta, A. and Paramio, 

M.T., 2017. Linoleic (LA) and linolenic (ALA) acid concentrations in follicular fluid of prepubertal 

goats and their effect on oocyte in vitro maturation and embryo development. Reproduction, 

Fertility and Development. 

 

Schniete, J.K., Cruz-Morales, P., Selem, N., Fernandez-Martinez, L.T., Hunter, I.S., Barona-Gomez, F. 

and Hoskisson, P., 2017. Expanding Gene Families Helps Generate The Metabolic Robustness 

Required For Antibiotic Biosynthesis. bioRxiv, p.119354. 

 

Simon, Á., Jávor, A., Bai, P., Oláh, J. and Czeglédi, L., 2017. Reference gene selection for reverse 

transcription quantitative polymerase chain reaction in chicken hypothalamus under different 

feeding status. Journal of Animal Physiology and Animal Nutrition. 
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